Appendix 9. Antibody Track Iterative Submission Abstract Template
1. Understanding of Preliminary Round Feedback
(1) Briefly describe the Participating Team’s understanding of the first-round wet-lab results. The description should include the main performance of candidate antibody molecules in expression yield, purity, PVRIG binding, affinity, and PVRIG-PVRL2 blocking activity. It should also summarize the effective experience and main limitations of the first-round design.
(2) Explain how the team optimized or redesigned the model methods or candidate antibody sequences based on the Preliminary Round results.
2. Iterative Optimization Plan 
(1) Use of wet-lab data: Explain how the first-round experimental results will be used for model training, validation, or adjustment of candidate antibody sequence screening strategies.
(2) Algorithm model iteration: Explain the main adjustments made since the first submission, including changes to the model, scoring function, structural constraints, multi-objective optimization strategy, or candidate ranking method, or computing resource usage strategy. If artificial intelligence, quantum computing, brain-inspired computing, or other new computing paradigms are involved, or if CPU, GPU, MaPU, ASIC, or other hardware platforms or partner computing resources are used, please explain their specific application steps and supporting role.
(3) Design strategy for Round 2 candidate antibody sequences: Explain how the Round 2 candidate antibody sequences will be generated. The strategy may include de novo design, optimization/modification based on selected first-round candidate antibody sequences, or a combination of multiple strategies. Please also explain the sequence generation or mutation design strategy, screening rules, and ranking rationale.
3. Format Requirements
The main text is recommended to use KaiTi, 10.5 pt, with 1.5 line spacing. The abstract should not exceed one page.

